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ABSTRACT

The objective of this study aimed to find the optimal condition of multiplex PCR for the
detection of three pathogenic Vibrio spp. (Vibrio alginolyticus, Vibrio parahaemolyticus and Vibrio
vulnificus) causing Vibriosis in white shrimp. Three pairs of primer were designed to amplify the target
DNA fragments of three bacteria. The results showed that the optimal annealing temperature for
multiplex PCR is 62 degrees Celsius. The specificity of multiplex PCR was evaluated by amplify
the others bacteria. The results showed no specific bands of V. alginolyticus, V. parahaemolyticus and V.
vulnificus appeared in the reaction tubes of others bacteria except reaction tube of Vibrio fluvialis.
In addition, it saves time and cost when compared to conventional PCR. This technique will be

beneficial for bacterial detection in shrimp farms and hatcheries. It leads to the monitoring outbreak

and management planning of pond and water to gain the healthy shrimps.
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16S-R: CGAATTAAACCACATGCTCCA
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